Table S2. Genes with altered levels in albino seedlings as mentioned in this study

Function Gene ID Ger.1e NS_FPKM AS _FPKM log:FoldChange padj Expr.ession Ie\'/el n Annotation
family albino seedling
_ evm.model.Chr7.8241 FLS 0.18 1.85 3.33 0.0302 Up-regulated flavonol synthase

b'i:c:://z:hc:s(,jis evm.model.Chr1.844 FLS 4.43 18.77 2.07 1.73E-09 Up-regulated flavonol synthase
evm.model.Chr2.2113 PAL 39.95 16.58 -1.27 0.0028 Down-regulated Phenylalanine ammonia-lyase
evm.model.Chr6.2407 PAL 80.59 34.03 -1.24 9.83E-08 Down-regulated Phenylalanine ammonia-lyase
evm.model.Chr1.5298 C4H 1.91 0.01 -7.25 2.23E-06 Down-regulated Trans-cinnamate 4-monooxygenase
evm.model.Chr2.3181 4CL 41.13 7.71 -2.42 3.23E-18 Down-regulated 4-coumarate--CoA ligase
evm.model.Chr1.5839 CHS 144.78 29.33 -2.30 3.38E-23 Down-regulated Chalcone synthases 2
evm.model.Chr1.5844 CHS 84.45 8.06 -3.39 1.69E-24 Down-regulated Chalcone synthases 3
evm.model.Chr1.5843 CHS 198.06 29.20 -2.76 2.72E-34 Down-regulated Chalcone synthases 3
evm.model.Chr2.2237 CHI 51.56 17.43 -1.57 3.71E-05 Down-regulated Chalcone isomerase
evm.model.Chr7.2031 F3H 169.38 29.65 -2.51 1.15E-16 Down-regulated Flavanone 3-hydroxylase
evm.model.Chr5.440 F3'H 407.42 168.29 -1.28 8.26E-10 Down-regulated Flavonoid 3'-monooxygenase
evm.model.Chr1.2057 DFR 115.38 11.50 -3.33 3.55E-18 Down-regulated Dihydroflavonol 4-reductase
evm.model.UTG5995 ANS 91.54 27.39 -1.74 0.0002 Down-regulated Anthocyanidin synthase
evm.model.Chr4.282 ANR 92.74 35.06 -1.40 6.22E-07 Down-regulated Anthocyanidin reductase
evm.model.Chr1.2785 LAR 39.99 12.36 -1.69 0.0027 Down-regulated Leucanthocyanidin reductase

Chloroplast evm.model.Chr3.1291  GLK1 51.70 23.83 -1.12 0.0059 Down-regulated Transcription activator GLK1
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